The composition of bacterial communities associated with four diatom species was 9 monitored during isolation and cultivation of algal cells. Strong shifts in the associated 10 communities were observed during cultivation, linked with an increase in the numbers 11 of phylotypes belonging to the Gammaproteobacteria. identification of these bacteria could not be achieved. Hence, microalgal batch cultures were 17 examined with easy access to microbial biomass for molecular analysis (8, 11, 17, 19). 
We investigated the bacterial community composition during initial steps of isolation and 24 subsequent cultivation of diatom species to assess possible effects due to cultivation. To our 25 knowledge this is the first time that cultivation shifts are described in detail for diatom 26 associated bacteria.
27
Algal cultures. Single diatom cells were isolated as described previously (17). These were 28 Guinardia delicatula (Cleve) Hasle, Pseudonitzschia pungens Grunow, Thalassiosira rotula Helgoland Roads (Fig.2, 17 
